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BEST AVAILABLE COPY 



TCGAAGACCGGTAAGCACGGCCATGCCAAGGTCCATCTGGTTGGTATTGATATniTACTGGGAAGAAATAT 

SKTGKHGHAKVHLVGIDIFTGKKY 
6AAGATATCTGCCCGTCGACTCATAACATGGATGTCCCCAACATCAAAAGGAATGATTTCCAGCTGATTGGC 

EDICPSTHNMDVPNIKRNDFQLIG 
ATCCAGGATGGGTACCTATCCCTGCTCCAGGACAGTGGGGAGGTACGAGAGGACCTTCGTCTGCCT6AGGGA 

IQDGYLSLLQDSGEVREDLRLPEG 
GACCTTGGCAAGGAGATTGAGCAGAAGTATGACTGTGGAGAAGAGATCCTGATCACAGTGCT6TCCGCCATG 

DLGKEIEQKYDCGEEILITVLSAM 
ACAGAGGAGGCAGCTGTTGCAATCAAGGCCATGGCAAAATAACTGGCTTCCAGGGTGGCGGTGGTGGCAGCA 

TEEAAVAIKAMAK 
GTGATCCATGAGCCTACAGAGGCCCCTCCCCCAGCTCTGGCTGGGCCCTTGGCTGGACTCCTATCCAATTTA 
TTTGACGTTTTATTTTGGTTTTCCTCACCCCTTCAAACTGTCGGGGAGACCCTGCCCTTCACCTAGCTCCCT 
T6GCCAGGCATGAGGGAGCCATGGCCTTGGTGAAGCTACCTGCCTCTTCTCTCGCAGCCCTGATGGGGGAAA 
GGGAGTGGGTACTGCCTGTGGTTTAGGTTCCCCTCTCCCTTTTTCTTTTTAATTCAATTTGGAATCAGAAAG 
CTGTGGATTCTGGCAAATGGTCTTGTGTCCTTTATCCCACTCAAACCCATCTGGTCCCCTGTTCTCCATAGT 
CCTTCACCCCCAAGCACCACTGACAGACT6GGGACCAGCCCCCTTCCCTGCCT6TGTCTCTTCCCAAACCCC 
TCTATAGGGGTGACAAGAAGAGGAGGGGGGGAG6GGACACGATCCCTCCTCAGGCATCTGGGAAGGCCTTGC 
CCCCATGGGCTTTACCCTTTCCTGTGGGCTTTCTCCCTGACACATTTGTTAAAAATCAAACCTGAATAAAAC 
TACAAGTTTAATATGAAAAAAAAAAAAAAAAAAAAA 
(972 NT, 109 aa) 



FIG. 3 



CAGGTCTAGAGTTGGMTCGMGCCTCTTAAMTGGCAGATGATTTGGACTTCGAGACAGGAGATGCAGGG6 

MADDLDFETGDAG 
CCTCAGCCACCTTCCCAATGCAGTGCTCAGCATTACGTAAGAATGGTTTTGTGGTGCTCAAGGGCCGGCCAT 
ASATFPMQCSALRKNGFVVLK.GRP 
GTAAGATCGTCGAGATGTCTACTTCGAAGACTGGCAAGCATGGCCATGCCAAGGTCCATCTGGTTGGTATTG 
CKIVEMSTSKTGKHGHAKVHLVGI 
ATATTTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCGACTCATAACATGGATGTCCCCAACATCAAAA 
DIFTGKKYEDICPSTHNMDVPNIK 
GGAATGATTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCCCTGCTCCAGGACAGTGGGGAGGTACGAG 
RNDFQLIGIQDGYLSLLQDSGEVR 
AGGACCTTCGTCTGCCTGAGGGAGACCTTGGCAAGGAGATTGAGCAGAAGTATGACTGTGGAGAAGAGATCC 
EDLRLPEGDLGKEIEQKYDCGEEI 
TGATCACAGTGCTGTCCGCCATGACAGAGGAGGCAGCTGTTGCAATCAAGGCTCGAG 
LITVLSAMTEEAAVAIKA 

(488 NT. 151 aa) 
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CAGGTCTAGA6TTG6AATCGAAGCCTCTTAAAATGGCAGATGATTTGGACTTCGA6ACAGGAGATGCAGGGG 

MADDLDFETGOAG 13 
CCTCAGCCACCTTCCCAATGCAGTGCTCAGCATTACGTAAGAATGGTTTTGTGGTGCTCAAGGGCCGGCCAT 144 
ASATFPMQCSALRKNGFVVLKGRP 
GTAAGATCGTCGAGATGTCTACTTCGAAGACTGGCAAGCATGGCCATGCCAAGGTCCATCTGGTTGGTATTG 
CKIVEMSTSKTGKHGHAKVHLVGI 61 
ATATTTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCGACTCATAACATGGATGTCCCCAACATCAAAA 288 
DIFTGKKYEDICPSTHNMDVPNIK 
GGAATGATTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCCCTGCTCCAGGACAGTGGGGAGGTACGAG 
RNDFQLIGIQDGYLSLLQDSGEVR 109 
AGGACCTTCGTCTGCCTGAGGGAGACCnGGCAAGGAGATTGAGCAGAAGTATGACTGTGGAGAAGAGATCC 432 
EDLRLPEGDLGKEIEQKYDCGEEI 
TGATCACAGTGCTGTCCGCCATGACAGAGGAGGCAGCTGTTGCAATCAAGGCCATGGCAAAATAACTGGCTT 
LITVLSAMTEEAAVAIKAMAK* 154 
CCAGGGTGGCGGTGGTGGCAGCAGTGATCCATGAGCCTACAGAGGCCCCTCCCCCAGCTCTGGCTGGGCCCT 576 
TGGCT6GACTCCTATCCAATTTATTTGACGTTTTATTTTGGTTTTCCTCACCCCTTCAAACTGTCGGGGAGA 
CCCTGCCCTTCACCTAGCTCCCTTGGCCAGGCATGAGGGAGCCATGGCCTTGGTGAAGCTACCTGCCTCTTC 720 
TCTCGCAGCCCTGATGGGGGAAAGGGAGTGGGTACTGCCTGTGGTTTAGGTTCCCCTCTCCCTTTTTCTTTT 
TAATTCAATTT6GAATCAGAAAGCTGTGGATTCTGGCAAATGGTCTTGTGTCCTTTATCCCACTCAAACCCA 864 
TCTGGTCCCCTGTTCTCCATAGTCCTTCACCCCCAAGCACCACTGACAGACTGGGGACCAGCCCCCTTCCCT 
GCCTGTGTCTCTTCCCAAACCCCTCTATAGGGGTGACAAGAAGAGGAGGGGGGGAGGGGACACGATCCCTCC 1008 
TCAGGCATCTGGGAAGGCCTTGCCCCCATGGGCTTTACCCTTTCCTGTGGGCTTTCTCCCTGACACATTTGT 
TAAAAATCAAACCTGAATAAAACTACAAGTTTAATATGAAAAAAAAAAAAAAAAAAAAA 1139 

(1139 NT, 154 aa) 
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NOV 1 2 2003 

% # 6/21 

rat vsHMn(BC000751 or NM_001970) 96.5X identity (coding) 

10 20 30 40 50 60 

rat ATGGCAGATGATTTGGACTTCGAGACAGGAGATGCAGGGGCCTCAGCCACCTTCCCAATG 

human ATGGCAGATGACnGGACTTCGAGACAGGAGATGCAGGGGCCTCAGCCACCTTCCCAATG 
10 20 30 40 50 60 

70 80 90 100 110 120 

rat CAGTGCTCAGCATTACGTAAGAATGGTTTTGTGGTGCTCAAGGGCCGGCCATGTAAGATC 

human CAGTGCTCAGCATTACGTAAGAATGGCTTTGTGGTGCTCAAAGGCCGGCCATGTAAGATC 
70 80 90 100 110 120 

130 140 150 160 170 180 

rat GTCGAGATGTCTACTTCGAAGACTGGCAAGCATGGCCATGCCAAGGTCCATCTGGTTGGT 

human GTCGAGATGTCTACTTCGAAGACTGGCAAGCACGGCCACGCCAAGGTCCATCTGGTTGGT 
130 140 150 160 170 180 

190 200 210 220 230 240 

rat ATTGATATTTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCGACTCATAACATGGAT 

human ATTGACATCTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCAACTCATAATATGGAT 
190 200 210 220 230 240 

250 260 270 280 290 300 

rat GTCCCCAACATCAAAAGGAATGATTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCC 

human GTCCCCAACATCAAAAGGAATGACTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCA 
250 260 270 280 290 300 

310 320 330 340 350 360 

rat CTGCTCCAGGACAGTGGGGAGGTACGAGAGGACCTTCGTCTGCCTGAGGGAGACCTTGGC 

human CTGCTCCAGGACAGCGGGGAGGTACGAGAGGACCTTCGTCTCCCTGAGG^ 

310 320 330 340 350 360 

370 380 390 400 410 420 

rat AAGGAGATTGAGCAGAAGTATGACTGTGGAGAAGAGATCCTGATCACAGTGCTGTCCGCC 

human AAGGAGATTGAGCAGAAGTACGACTGTGGAGAAGAGATCCTGATCACGGTGCTGTCTGCC 
370 380 390 400 410 420 

430 440 450 460 

rat ATGACAGAGGAGGCAGCTGTTGCAATCAAGGCCATGGCAAAA 



human ATGACAGAGGAGGCAGCTGTTGCAATCAAGGCCATGGCAAAA 
430 440 450 460 
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rat vs. hunian(NM_020390) 72. 5^; identity (coding) 

10 20 30 40 50 60 

rat ATGGCAGATGATTTGGACTTCGAGACAGGAGAT6CAGGGGCCTCAGCCACCTTCCCAATG 



• ••••••• • • •••••• •* • 

human ATGGCAGACGAAATTGATTTCACTACTGGAGAT6CCGGGGCTTCCAGCACTTACCCTATG 
10 20 30 40 50 60 

70 80 90 100 110 120 

rat CAGTGCTCAGCATTACGTAAGAATGGTTTTGTGGTGCTCAAGGGCCGGCCATGTAAGATC 



human CAGTGCTCGGCCTTGCGCAAAAACGGCTTCGTGGTGCTCAAAGGACGACCATGCAAAATA 
70 80 90 100 110 120 

130 140 150 160 170 180 

rat GTCGAGATGTCTACTTCGAAGACTGGCAAGCATGGCCATGCCAAGGTCCATCTGGTTGGT 



human GTGGAGATGTCAACTTCCAAAACTGGAAAGCATGGTCATGCCAAGGTTCACCTTGTTGGA 
130 140 150 160 170 180 

190 200 210 220 230 240 

rat ATTGATATTTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCGACTCATAACATGGAT 



human ATTGATATTTTCACGGGCAAAAAATATGAAGATATTTGTCCTTCTACTCACAACATGGAT 
190 200 210 220 230 240 

250 260 270 280 290 300 

rat GTCCCCAACATCAAAAGGAATGATTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCC 



human GTTCCAAATATTAAGAGAAATGATTATCAACTGATATGCATTCAAGATGGTTACCTTTCC 
250 260 270 280 290 300 

310 320 330 340 350 360 

rat CTGCTCCAGGACAGTGGGGAGGTACGAGAGGACCTTCGTCTGCCTGAGGGAGACCTTGGC 



huma n CTGCTGACAGAAACTGGTGAAGTTCGTGAGGATCTTAAACTGCC AGAAGGTGAACTAGGC 
310 320 330 340 350 360 

370 380 390 400 410 420 

rat AAGGAGATTGAGCAGAAGTATGACTGTGGAGAAGAGATCCTGATCACAGTGCTGTCCGCC 



human AMGAAATAGAGGGAAAATACAATGCAGGTGAAGATGTACAGGTGTCTGTCATGTGTGCA 
370 380 390 400 410 420 

430 440 450 460 

rat ATGACAGAGGAGGCAGCTGTTGCAATCAAGGCCATGGCAAAA 



human ATGAGTGAAGAATATGCTGTAGCCATAAAACCCT- -GCAAAT 
430 440 450 460 
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rat vs. mouse (BC003889) 98. 3^^ identity (coding) 

10 20 30 40 50 60 

rat ATGGCAGATGATTTGGACTTCGAGACAGGAGATGCAGGGGCCTCAGCCACCTTCCCAATG 



mouse ATGGCAGATGATTTGGACTTCGAGACAGGAGATGCAGGGGCCTCAGCCACCTTCCCAATG 
10 20 30 40 50 60 

70 80 90 100 110 120 

rat CAGTGCTCAGCATTACGTAAGAATGGTTTTGTGGTGCTCAAGGGCCGGCCATGTAAGATC 



mouse CAGTGCTCAGCATTACGTAAGAATGGTTTTGTGGTGCTCAAAGGCCGGCCATGTAAGATC 
70 80 90 100 110 120 

130 140 150 160 170 180 

rat GTCGAGATGTCTACTTCGAAGACTGGCAAGCATGGCCATGCCAAGGTCCATCTGGTTGGT 



mouse GTCGAGATGTCTACTTCGAAGACTGGCAAGCATGGCCATGCCAAGGTCCATCTGGTTGGC 
130 140 150 160 170 180 

190 200 210 220 230 240 

rat ATTGATATTTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCGACTCATAACATGGAT 



mouse ATTGACATmTACTGGGAAGAAATATGAAGATATCTGCCCGTCGACTCATAATATGGAT 
190 200 210 220 230 240 

250 260 270 280 290 300 

rat GTCCCCAACATCAAAA6GAATGATTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCC 



mouse GTCCCCAACATCAAACGGAATGACTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCC 
250 260 270 280 290 300 

310 320 330 340 350 360 

rat CTGCTCCAGGACAGTGGGGAGGTACGAGAGGACCTTCGTCTGCCTGAGGGAGACCTTGGC 



mouse CTGCTCCAGGACAGTGGGGAGGTACGAGAGGACCTTCGTCTGCCTGAAGGAGACCTTGGC 
310 320 330 340 350 360 

370 380 390 400 410 420 

rat AAGGAGATTGAGCAGAAGTATGACTGTGGAGAAGAGATCCTGATCACAGTGCTGTCCGCC 



mouse AAGGAGATTGAGCAGAAGTATGACTGTGGAGAAGAGATCCTGATCACAGTGCTGTCTGCC 
370 380 390 400 410 420 

430 440 450 460 

rat ATGACAGAGGAGGCAGCTGTTGCAATCAAGGCCATGGCAAAA 



mouse ATGACAGAGGAGGCAGCTGnGCAATCAAGGCCATGGCAAAA 
430 440 450 460 
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rat vs. hunian(BC000751 or NM_001970) 100. O^T identity 

10 20 30 40 50 60 

rat MADDLDFETGDAGASATFPMQCSALRKNGFVVLKGRPCKIVEMSTSKTGKHGHAKVHLVG 



human MADDLDFETGDAGASATFPMQCSALRKNGFVVLKGRPCKIVEMSTSKTGKHGHAKVHLVG 
10 20 30 40 50 60 

70 80 90 100 110 120 

rat IDIFTGKKYEDICPSTHNMDVPNIKRNDFQLIGIQDGYLSLLQDSGEVREDLRLPEGDLG 



human IDIFTGKKYEDICPSTHNMDVPNIKRNDFQLIGIQDGYLSLLQDSGEVREDLRLPEGDLG 
70 80 90 100 110 120 

130 140 150 

rat KEIEQKYDCGEEILITVLSAMTEEAAVAIKAMAK 



human KEIEQKYDCGEEILITVLSAMTEEAAVAIKAMAK 
130 140 150 
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rat vs. human (NM_020390) 82. 5^: identity 



10 20 30 40 50 60 

rat MADDLDFETGDAGASATFPMQCSALRKNGFVVLKGRPCKI VEMSTSKTGKHGHAKVHLVG 



human MADEIDFTTGDAGASSTYPMQCSALRKNGFVVLKGRPCKIVEMSTSKTGKHGHAKVHLVG 
10 20 30 40 50 60 

70 80 90 100 110 120 

rat IDIFTGKKYEDICPSTHNMDVPNIKRNDFQLIGIQDGYLSLLQDSGEVREDLRLPEGDLG 



human IDIFTGKKYEDICPSTHNMDVPNIKRNDYQLICIQDGYLSLLTETGEVREDLKLPEGELG 
70 80 90 100 110 120 

130 140 150 

rat KEIEQKYDCGEEILITVLSAKTEEAAVAIKAMAK 

human KEI EGKYNAGEDVQVSVMCAMSEEYAVAIKP -CK 
130 140 150 
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rat vs. mouse (BC003889) 100.0* identity 



10 20 30 40 50 60 

rat MADDLDFETGDAGASATFPMQCSALRKNGFVVLKGRPCKIVEMSTSKTGKHGHAKVHLVG 



mouse MADDLDFETGDAGASATFPMQCSALRKNGFVVLKGRPCKIVEMSTSKTGKHGHAKVHLVG 
10 20 30 40 50 60 

70 80 90 100 110 120 

rat IDIFTGKKYEDICPSTHNMDVPNIKRNDFQLIGIQDGYLSLLQDSGEVREDLRLPEGDLG 



mouse IDIFTGKKYEDICPSTHNMDVPNIKRNDFQLIGIQDGYLSLLQDSGEVREDLRLPEGDLG 
70 80 90 100 110 120 

130 140 150 

rat KEIEQKYDCGEEILITVLSAMTEEAAVAIKAMAK 



mouse KEIEQKYDCGEEILITVLSAMTEEAAVAIKAMAK 
130 140 150 
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1139 



245 254 256 
EcoR V Sal I Hind E 
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SOUTHERN BLOT OF RAT GENOMIC DNA 
EcoR V 

■ 

Rat elF~5A 1139 bp 

EcoRI EcoRV BamHI 

Full-length 
rat elF-5A 
cDNA probe 
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BEST AVAILABLE COPY 



GCTGTGTATTATTGGGCCCATAAGAACCACATACCTGTGCTGAGTCCTGCACTCACAGACGGCTCACTGGGT 

AVYYWAHKNHIPVLSPALTDGSLG 
GACATGATCTTTTTCCATTCCTATAAAAACCCAGGCTTGGTCCTGGACATCGTTGAAGACCTGCGGCTCATC 

DMIFFHSYKNPGLVLDIVEDLRLI 
AACATGCAGGCCATTTTCGCCAAQCGCACTGGGATGATCATCCTGGGTGGAGGCGTGGTCAAGCACCACATC 

NMQAIFAKRTGMIILGGGVVKHHI 
GCCAATGCTAACCTCATGCGGAATGGAGCTGACTACGCTGTTTATATCAACACAGCCCAGGAGTTTGATGGC 

ANANLMRNGADYAVYINTAQEFDG 
TCAGACTCAGGAGCCCGGCCAGATGAGGCTGTCTCCTGGGGCAAGATCCGGATGGATGCACAGCCAGTAAAG 

SDSGARPDEAVSWGKIRMDAQPVK 
GTCTATGCTGATGCATCTCTGGTmCCCCTTGCTGGTGGCTGAGACATTCGCCCAAAAGGCAGATGCCTTC 

VYADASLVFPLLVAETFAQKADAF 
AGAGCTGAGAAGAATGAGGACTGAGCAGATGGGTAAAGACGGAGGCmTGCCACACCmAmATTATTT 

R A E K N E D 
GCATACCAACCCCTCCTGGGCCCTCTCClTGGTCAGCAGCATCTTGAGAATAAATGGCCTTmGTTGGTTT 
CTGTAAAAAAAGGACTTTAAAAAAAAAAAA 

(606 NT. 151 aa) 
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606 




41 291 ^232 
Hinf I Hinf I Xho H 



FIG. 16 
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SEST AVA/UBLE COPY 
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rat vs. human (BC000333) 87.4^ identity (coding) 

10 20 30 40 50 60 

rat GCTGTGTATTATTGGGCCCATAAGAACCACATACCTGTGCTGAGTCCTGCACTCACAGAC 



human TCCGTGTAmCTGGGCCCAGAAGAACCACATCCCTGTGTTTAGTCCCGCACTTA^ 

10 20 30 40 50 60 

70 80 90 100 110 120 

rat GGCTCACTGGGTGACATGATCTTTTTCCATTCCTATAAAAACCCAGGCTTGGTCCTGGAC 



human GGCTCGCTGGGCGACATGATCTTCTTCCATTCCTACAAGAACCCGGGCCTGGTCCTGGAC 
70 80 90 100 110 120 

130 140 150 160 170 180 

rat ATCGTTGAAGACCTGCGGCTCATCAACATGCAGGCCATTTTCGCCAAGCGCACTGGGATG 



human ATCGTTGAGGACCTGAGGCTCATCAACACACAGGCCATCTTTGCCAAGTGCACTGGGATG 
130 140 150 160 170 180 

190 200 210 220 230 240 

rat ATCATCCTGGGTGGAGGCGTGGTCAAGCACCACATCGCCAATGCTAACCTCATGCGGAAT 



human ATCATTCTGGGCGGGGGCGTGGTCAAGCACCACATTGCCAATGCCAACCTCATGCGGAAC 
190 200 210 220 230 240 

250 260 270 280 290 300 

rat GGAGCTGACTACGCTGTTTATATCAACACAGCCCAGGAGTTTGATGGCTCAGACTCAGGA 



human GGGGCCGACTACGCTGTTTACATCAACACAGCCCAGGAGTTTGATGGCTCTGACTCAGGT 
250 260 270 280 290 300 

310 320 330 340 350 360 

rat GCCCGGCCAGATGAGGCTGTCTCCTGGGGCAAGATCCGGATGGATGCACAGCCAGTAAAG 



human GCCCGACCAGACGA6GCTGTCTCCTGGGGCAAGATCCGGGTGGATGCACAGCCCGTCAAG 
310 320 330 340 350 360 

370 380 390 400 410 420 

rat GTCTATGCTGATGCATCTCTGGTTTTCCCCTTGCTGGTGGCTGAGACATTCGCCCAAAAG 



human GTCTATGCTGACGCCTCCCTGGTCTTCCCCCTGCTTGTGGCTGAAACCTTTGCCCAGAAG 
370 380 390 400 410 420 

430 440 450 

rat GCAGATGCCTTCAGAGCTGAGAAGAATGAGGAC 



human ATGGATGCCnCATGCATGAGAAGAACGAGGAC 
430 440 450 
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Hours After PGF-2a Treatment 
0 1 24 
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BEST AVAILABLE COPY 
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BEST AVAILABLE COPY 
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Southern Blot of Rat Genomic DNA 
EcoRV 



Partial rat DHS 
cDNA probe 
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BEST AVAILABLE COPY 



